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Fig. 1. Phylogeny of seventh pandemic V. cholerae El Tor isolates. Keys

(A) Maximum likelihood phylogeny of the 1070 genomes studied, Geographic area (GEQ)
including M66 as an outgroup. Branches are color-coded according to Africa

their geographic location, inferred by stochastic mapping of the Asia 1937
geographic origin of each isolate onto the tree. The N16961 reference Middle East (1986-1988)
genome is indicated by a black dashed line. (B) Maximum clade Americas
credibility tree produced with BEAST for a subset of 228 representative gjf:pr:a
isolates. The 12 introduction events involving Africa are indicated by Unknown
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Welll FX, et al. Genomic history of the seventh pandemic of cholera infAfrica. Science. 2017 Nov
10;358(6364):785-789. doi: 10.1126/science.aad5901
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